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Species Gene Symbol Gene ID GenBank Accession Transcript
Human KLHL21 9903 BC091648 NM 014851
About the gene

Official Symbol KLHL21

Previous Symbol -

Official Full Name | kelch like family member 21

Synonyms KIAA0469
Location 1p36.31

Gene Type protein-coding gene

Uniprot ID QoUJP4

Pathway/Library Ubiquitin Ligases Genes Library

Substrate-specific adapter of a BCR (BTB-CUL3-RBX1) E3 ubiquitin-protein ligase complex required
for efficient chromosome alignment and cytokinesis. The BCR(KLHL21) E3 ubiquitin ligase complex
regulates localization of the chromosomal passenger complex (CPC) from chromosomes to the spindle
midzone in anaphase and mediates the ubiquitination of AURKB. Ubiquitination of AURKB by
BCR(KLHL21) E3 ubiquitin ligase complex may not lead to its degradation by the proteasome.
KLH21 HUMAN,Q9UJP4
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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